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NMPDR has automated the process of adding genomes to the NMPDR database. This 
process will upload, format, qc, and annotate a genome within 48 hours. It can be used in 
a batch mode or through a user interface. This SOP covers the web based user interface. 
 
The server is located at http://bioseed.mcs.anl.gov/48-hour/FIG/index48.cgi and presents 
this page to begin with. 

 
The user must have a login ID to use the server. New users can register by clicking the 
Register a new account link and following the instructions. If the registration request is 
approved, the user will receive an ID and password via email.  
 
After logging in, a user is taken to the Jobs Overview page, shown here: 

 
 
To submit a genome to the server, users click the Upload a new genome link which will 
direct them to this page: 



 
 
Users fill in this information, choose a FASTA format genome file to be uploaded and 
click upload.  
 
After a genome has been submitted, its progress through the server can be tracked from 
the Jobs Overview page. 

 
 



In this example, all jobs are shown. The progress bar on the right shows the status. Any 
red bar indicates an error. All green signifies completion. Clicking on the progress bar 
will take the user to the details page for a specific job. 
 

 
 
This page shows a completed genome and provides a link to browse the genome with the 
NMPDR genome browser, or to export the annotated genome. 
 
 
  


